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C TCG AG A A ATC ATA A A A A AT T TAT T TG C T T TG TG AG CG G ATA AC A AT TATA ATAG AT TC A AT TG TG AG CG G ATA AC A AT T TC AC AC AG
A AT TC AT TA A AG AG G AG A A AT TA AC TATG G G ATCC A A A A AG AT T TG G C TG G CG C TG G C TG G T T TAG T T T TAG CG T T TAG CG C ATCG G
CG AG C TCG G TACCCCG G G TCG ACC TG C AG CC A AG C T TA AT TAG C TG AG C T TG G AC TCC TG T TG ATAG ATCC AG TA ATG ACC TC AG A A
C TCC ATC TG G AT T TG T TC AG A ACG C TCG G TCG CCG CCG G G CG T T T T T TAT TG G TG AG A ATCC A AG C TAG C T TG G CG AG AT T T TC AG G
AG C TA AG G A AG C TA A A ATG G AG A A A A A A ATC AC TG G ATATACC ACCG T TG ATATATCCC A ATG G C ATCG TA A AG A AC AT T T TG AG G C
AT T TC AG TC AG T TG C TC A ATG TACC TATA ACC AG ACCG T TC AG C TG G ATAT TACG G CC T T T T TA A AG ACCG TA A AG A A A A ATA AG C AC
A AG T T T TATCCG G CC T T TAT TC AC AT TC T TG CCCG CC TG ATG A ATG C TC ATCCG G A AT T TCG TATG G C A ATG A A AG ACG G TG AG C TG G
TG ATATG G G ATAG TG T TC ACCC T TG T TAC ACCG T T T TCC ATG AG C A A AC TG A A ACG T T T TC ATCG C TC TG G AG TG A ATACC ACG ACG A
T T TCCGGC AGT T TC TAC AC ATATAT TCGC AAGATGTGGCGTGT TACGGTGAAAACC TGGCC TAT T TCCC TAAAGGGT T TAT TGAGAATA
TG T T T T TCG TC TC AG CC A ATCCC TG G G TG AG T T TC ACC AG T T T TG AT T TA A ACG TG G CC A ATATG G AC A AC T TC T TCG CCCCCG T T T T
C ACC ATGGGC AAATAT TATACGC AAGGCGAC AAGGTGC TGATGCCGC TGGCGAT TC AGGT TC ATC ATGCCGT T TGTGATGGC T TCC AT
G TCG G C AG A ATG C T TA ATG A AT TAC A AC AG TAC TG CG ATG AG TG G C AG G G CG G G G CG TA AT T T T T T TA AG G C AG T TAT TG G TG CCC T
TA A ACG CC TG G G G TA ATG AC TC TC TAG C T TG AG G C ATC A A ATA A A ACG A A AG G C TC AG TCG A A AG AC TG G G CC T T TCG T T T TATC TG
T TGT T TGTCGGTGAACGC TC TCC TGAGTAGGAC AAATCCGCCC TC TAGAT TACGTGC AGTCGATGATAAGC TGTC AAAC ATGAGAAT T
GTGCC TAATGAGTGAGC TAAC T TAC AT TAAT TGCGT TGCGC TC AC TGCCCGC T T TCC AGTCGGGAAACC TGTCGTGCC AGC TGC AT TA
ATG A ATCG G CC A ACG CG CG G G G AG AG G CG G T T TG CG TAT TG G G CG CC AG G G TG G T T T T TC T T T TC ACC AG TG AG ACG G G C A AC AG
C TG AT TG CCC T TC ACCG CC TG G CCC TG AG AG AG T TG C AG C A AG CG G TCC ACG C TG G T T TG CCCC AG C AG G CG A A A ATCC TG T T TG A
TGGTGGT TAACGGCGGGATATAAC ATGAGC TGTC T TCGGTATCGTCGTATCCC AC TACCGAGATATCCGC ACC AACGCGC AGCCCGGA
C TCG G TA ATG G CG CG C AT TG CG CCC AG CG CC ATC TG ATCG T TG G C A ACC AG C ATCG C AG TG G G A ACG ATG CCC TC AT TC AG C AT T TG
C ATG G T T TG T TG A A A ACCG G AC ATG G C AC TCC AG TCG CC T TCCCG T TCCG C TATCG G C TG A AT T TG AT TG CG AG TG AG ATAT T TATG C
C AGCC AGCC AGACGC AGACGCGCCGAGAC AGAAC T TAATGGGCCCGC TAAC AGCGCGAT T TGC TGGTGACCC AATGCGACC AGATG
C TCC ACG CCC AG TCG CG TACCG TC T TC ATG G G AG A A A ATA ATAC TG T TG ATG G G TG TC TG G TC AG AG AC ATC A AG A A ATA ACG CCG G
A AC AT TAG TG C AG G C AG C T TCC AC AG C A ATG G C ATCC TG G TC ATCC AG CG G ATAG T TA ATG ATC AG CCC AC TG ACG CG T TG CG CG AG
AAGAT TGTGC ACCGCCGC T T TAC AGGC T TCGACGCCGC T TCGT TC TACC ATCGAC ACC ACC ACGC TGGC ACCC AGT TGATCGGCGCG
AGAT T TAATCGCCGCGAC AAT T TGCGACGGCGCGTGC AGGGCC AGAC TGGAGGTGGC AACGCC AATC AGC AACGAC TGT T TGCCCG
CC AGT TGT TGTGCC ACGCGGT TGGGAATGTAAT TC AGC TCCGCC ATCGCCGC T TCC AC T T T T TCCCGCGT T T TCGC AGAAACGTGGC T
GGCC TGGT TCACCACGCGGGAAACGGTC TGATAAGAGACACCGGCATAC TC TGCGACATCGTATAACGT TAC TGGT T TCACAT TCACC
ACCC TGAAT TGAC TC TC T TCCGGGCGC TATC ATGCC ATACCGCGAAAGGT T T TGC ACC AT TCGATGGTGTCGGAAT T TCGGGC AGCGT
TGGGTCC TGGCC ACGGGTGCGC ATGATC TAGAGC TGCC TCGCGCGT T TCGGTGATGACGGTGAAAACC TC TGAC AC ATGC AGC TCCC
GGAGACGGTC AC AGC T TGTC TGTAAGCGGATGCCGGGAGC AGAC AAGCCCGTC AGGGCGCGTC AGCGGGTGT TGGCGGGTGTCGG
GG CG C AG CC ATGACCC AG TC ACG TAGCGATAGCG GAGTGTATAC TGG C T TAAC TATGCG GC ATC AGAGC AGAT TGTAC TGAGAGTGC
ACC ATATG CG G TG TG A A ATACCG C AC AG ATG CG TA AG G AG A A A ATACCG C ATC AG G CG C TC T TCCG C T TCC TCG C TC AC TG AC TCG C
TGCGC TCGGTCGT TCGGC TGCGGCGAGCGGTATC AGC TC AC TC AAAGGCGGTAATACGGT TATCC AC AGAATC AGGGGATAACGC AG
G A A AG A AC ATG TG AG C A A A AG G CC AG C A A A AG G CC AG G A ACCG TA A A A AG G CCG CG T TG C TG G CG T T T T TCC ATAG G C TCCG CCC
CCC TG ACG AG C ATC AC A A A A ATCG ACG C TC A AG TC AG AG G TG G CG A A ACCCG AC AG G AC TATA A AG ATACC AG G CG T T TCCCCC TG
GAAGC TCCC TCGTGCGC TC TCC TGT TCCGACCC TGCCGC T TACCGGATACC TGTCCGCC T T TC TCCC T TCGGGAAGCGTGGCGC T T TC
TC ATAGC TC ACGC TGTAGGTATC TC AGT TCGGTGTAGGTCGT TCGC TCC AAGC TGGGC TGTGTGC ACGAACCCCCCGT TC AGCCCGAC
CG C TG CG CC T TATCCG G TA AC TATCG TC T TG AG TCC A ACCCG G TA AG AC ACG AC T TATCG CC AC TG G C AG C AG CC AC TG G TA AC AG G
AT TAGC AGAGCGAGGTATGTAGGCGGTGC TAC AGAGT TC T TGAAGTGGTGGCC TAAC TACGGC TAC AC TAGAAGGAC AGTAT T TGGT
ATC TG CG C TC TG C TG A AG CC AG T TACC T TCG G A A A A AG AG T TG G TAG C TC T TG ATCCG G C A A AC A A ACC ACCG C TG G TAG CG G TG G
T T T T T T TG T T TG C A AG C AG C AG AT TACG CG C AG A A A A A A AG G ATC TC A AG A AG ATCC T T TG ATC T T T TC TACG G G G TC TG ACG C TC A
G TG G A ACG A A A AC TC ACG T TA AG G G AT T T TG G TC ATG G AG ATG CG TG ATC TG ATCC T TC A AC TC AG C A A A AG T TCG AT T TAT TC A AC
AAAGCCGCCGTCCCGTC AAGTC AGCGTAATGC TC TGCC AGTGT TAC AACC AAT TAACC AAT TC TGAT TAGAAAAAC TC ATCGAGC ATC
A A ATG A A AC TG C A AT T TAT TC ATATC AG G AT TATC A ATACC ATAT T T T TG A A A A AG CCG T T TC TG TA ATG A AG G AG A A A AC TC ACCG A
GGC AGT TCC ATAGGATGGC AAGATCC TGGTATCGGTC TGCGAT TCCGAC TCGTCC AAC ATC AATAC AACC TAT TAAT T TCCCC TCGTC A
A A A ATA AG G T TATC A AG TG AG A A ATC ACC ATG AG TG ACG AC TG A ATCCG G TG AG A ATG G C A A A AG C T TATG C AT T TC T T TCC AG AC T
TGT TC AAC AGGCC AGCC AT TACGC TCGTC ATC AAAATC AC TCGC ATC AACC AAACCGT TAT TC AT TCGTGAT TGCGCC TGAGCGAGAC
G A A ATACG CG ATCG C TG T TA A A AG G AC A AT TAC A A AC AG G A ATCG A ATG C A ACCG G CG C AG G A AC AC TG CC AG CG C ATC A AC A ATA
T T T TC ACC TG A ATC AG G ATAT TC T TC TA ATACC TG G A ATG C TG T T T TCCCG G G G ATCG C AG TG G TG AG TA ACC ATG C ATC ATC AG G AG
TACG G ATA A A ATG C T TG ATG G TCG G A AG AG G C ATA A AT TCCG TC AG CC AG T T TAG TC TG ACC ATC TC ATC TG TA AC ATC AT TG G C A AC
G C TACC T T TG CC ATG T T TC AG A A AC A AC TC TG G CG C ATCG G G C T TCCC ATAC A ATCG ATAG AT TG TCG C ACC TG AT TG CCCG AC AT TA
TCGCGAGCCC AT T TATACCC ATATAAATC AGC ATCC ATGT TGGAAT T TAATCGCGGCC TCGAGC AAGACGT T TCCCGT TGAATATGGC T
C ATA AC ACCCC T TG TAT TAC TG T T TATG TA AG C AG AC AG T T T TAT TG T TC ATG ATG ATATAT T T T TATC T TG TG C A ATG TA AC ATC AG AG
AT T T TGAGACACAACGTGGC T T TCCCCCATGACAT TAACC TATAAAAATAGGCGTATCACGAGGCCC T T TCGTC T TCAC 
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